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geranylgeranyl diphosphate synthase, iso-
prenoids, prenyltransferase, Ohnuma,
Hemmi, Ohto, Nakane, Nishino, 696

farnesyl diphosphate synthase, cell-cycle
dependency, dehydrodolichyldiphosphate
synthase, lipid-linked oligosaccharides, rat
3Y1 cell, Fukushima, Ohkura, Yamashita,
415

fast muscle troponin T, E box, M-CAT,
M-CAT-like element, MEF2, Watanabe,
Takemasa, Yonemura, Hirabayashi, 212

fatty alcohol, ^-oxidation, peroxisome, plas-
malogen, very-long-chain fatty acid,

Hayashi, Hara, 978
fetuin homologue, countertrypin, molecular

evolution, Mongolian gerbil, Goto, Yoshi-
da, Suzuki, Yamamoto, Sinohara, 619

FGF-1, desulfation, FGF-2, heparan sulfate,
heparin, Ishihara, Kariya, Kikuchi, Mina-
misawa, Yoshida, 345

FGF-2, desulfation, FGF-1, heparan sulfate,
heparin, Ishihara, Kariya, Kikuchi, Mina-
misawa, Yoshida, 345

fibrin, conformation, kinetics, monoclonal
antibody, plasminogen, Madoiwa, Arai,
Ueda, Ishizuka, Mimuro, Asakura, Matsu-
da, Sakata, 278

fibrinogen, cell adhesion, fibronectin, inhibi-
tory effect, integrin, Liu, Nemoto, Feng,
Uemura, 961

fibronectin, adhesion, anti-adhesion, extra-
cellular matrix, integrin, Fukai, Hasebe,
Ueki, Mutoh, Ohgi, Takahashi, Takeda,
Katayama, 189

—, cell adhesion, fibrinogen, inhibitory effect,
integrin, Liu, Nemoto, Feng, Uemura, 961

filament assembly, actomyosin ATPase, es-
sential light chains, monomer conforma-
tion, smooth muscle myosin, Katoh, Mori-
ta, 56

—, chicken gizzard, myosin monomer confor-
mation, smooth muscle myosin, telokin,
Masato, Numata, Katoh, Morita, Yazawa,
225

flavin, carbonyl group, flavoprotein, hydrogen
bond, Raman spectra, Hazekawa, Nishina,
Sato, Shichiri, Miura, Shiga, 1147

flavoenzyme, D-aspartate oxidase, cDNA,
expression, human brain, Setoyama, Mi-
ura, 798

—, acyl-CoA dehydrogenase, acyl-CoA
oxidase, charge-transfer interaction, reso-
nance Raman spectra, Tamaoki, Setoyama,
Miura, Hazekawa, Nishina, Shiga, 1139

flavoprotein, carbonyl group, flavin, hydrogen
bond, Raman spectra, Hazekawa, Nishina,
Sato, Shichiri, Miura, Shiga, 1147

fluorescence, bovine serum albumin, Brew-
ster angle microscopy, cytochrome c, mono-
layer, Tanaka, Akatsuka, Murakami, Ogo-
ma, Abe, Kondo, 206

—, divalent cations, fluorescence anisotropy,
kinetics, triplex DNA, EUouze, Piot, Taka-
hashi, 521

fluorescence anisotropy, divalent cations,
fluorescence, kinetics, triplex DNA, EUo-
uze, Piot, Takahashi, 521

fluorescence quenching, hepatocyte, mito-
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800, Sakanoue, Ichikawa, Nomura, Ta-
mura, 29

fluorescence titration, aminoacyl-tRNA syn-
thetase, lysine hydroxamate, lysyladenyl-
ate, lysyl-tRNA synthetase, Takita, Hashi-
moto, Ohkubo, Muto, Shimizu, Sukata,
Inouye, Hiromi, Tonomura, 244

frontal affinity chromatography, C. elegans,
/9-galactoside-binding lectin, galectin,
tandem-repeat-type galectin, Arata, Hira-
bayashi, Kasai, 1002

fructose-2,6-bisphosphatase, bifunctional en-
zyme, fructose-6-phosphate, 2-kinase,
glycolysis, inhibitor, Harada, Tominaga,
Watanabe, Shimokawa, Ishiguro, Sakaki-
bara, 724
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fructose-6-phosphate,2-kinase, bifunctional
enzyme, fructose-2,6-bisphosphatase, gly-
colysis, inhibitor, Harada, Tominaga,
Watanabe, Shimokawa, Ishigurv, Sakaki-
bara, 724

FT-LR, bacteriorhodopsin, halorhodopsin,
proton pathway, rhodopsin, Maeda, Kan-
dori, Yamazaki, Nishimura, Hatanaka,
Chon, Sasaki, Needleman, Lanyi, 399

fucosyl-GMl ganglioside, delayed extraction
matrix-assisted laser desorption ionization
time-of-flight mass spectrometry, ganglio-
side, lysoganglioside, sphingosine, Take-
tomi, Hara, Uemura, Kurahashi, Sugi-
yama, 264

fucosyltransferase, cDNA, glycosyltransfer-
ase, iV-glycan, purification, Yanagidani,
Uozumi, Ihara, Miyoshi, Yamaguchi, Tani-
guchi, 626

fungi, acyl-CoA, diacylglycerol, diacylglycer-
ol acyltransferase, phosphatidic acid,
Kamisaka, Mishra, Nakahara, 1107

GAD, autoantibody, ELJSA, H>DM, myeloma
cell, Matsuba, Yano, Abiru, Takino, Aka-
zawa, Nagataki, Yasukawa, 20

/9-galactoside-binding lectin, C. elegans,
frontal affinity chromatography, galectin,
tandem-repeat-type galectin, Arata, Hira-
bayashi, Kasai, 1002

galectin, C. elegans, frontal affinity chro-
matography, /9-galactoside-binding lectin,
tandem-repeat-type galectin, Arata, Hira-
bayashi, Kasai, 1002

ganglioside, air pollution, glycosphingolipid,
ozone, Jennemann, Bauer, Wiegandt, 150

—, delayed extraction matrix-assisted laser
desorption ionization time-of-flight mass
spectrometry, fucosyl-GMl ganglioside,
lysoganglioside, sphingosine, Taketomi,
Hara, Uemura, Kurahashi, Sugiyama, 264

GATA-1, promoter, Sertoli cell, testis, tran-
scription factor, Onodera, Yomogida,
Suwabe, Takahashi, Muraosa, Hayashi,
Ito, Gu, Rassoulzadegan, Engel, Yama-
moto, 251

GATA binding protein, H+/K+-ATPase, pro-
moter, stomach, transcription, Nishi,
Kubo, Hasebe, Maeda, Futai, 922

GATA motif, erythropoietin, point mutation,
promoter, TATA motif, Tsuchiya, Okada,
Veda, Yasukochi, 193

GC-rich gene, 2-cistron expression system,
expression efficiency, 3-isopropyl-malate
dehydrogenase, Thermus thermophilus,
Suzuki, Tanaka, Ishida, Ishizuka, Yama-
gishi, Oshima, 1031

G-CSF receptor, sedimentation equilibrium,
dimerization, receptor purification, Horan,
Martin, Simonet, Arakawa, Philo, 370

gene expression, carnitine deficiency, starva-
tion, transcription factor, urea cycle en-
zymes, Tomomura, Tomomura, Musa,
Horiuchi, Takiguchi, Mori, Saheki, 172

—, aspartate /S-D-semialdehyde dehydrogen-
ase, deep-sea barophilic bacteria, high
pressure, Shewanella sp, Koto, Smora-
winska, Li, Horikoshi, 717

—, inclusion body, plasminogen activator

inhibitor 2 (PAI-2), renaturation, serine
protease inhibitor (SERPIN), Zhou, Jiang,
Dou, Zhu, Xu, 930

gene family, alimentary tract, cysteine pro-
teinase, germ cells, maize weevil, Matsu-
moto, Emori, Abe, Arai, 464

gene structure, alternative splicing, Halo-
cynthia roretzi, troponin C, Yuasa, Sato,
Yamamoto, Takagi, 671

genomic DNA, D89501, PBI, proline-rich
protein, salivary protein, Isemura, Saitoh,
1025

geranylgeranyl diphosphate synthase, en-
zyme mechanism, farnesyl diphosphate,
isoprenoids, prenyltransferase, Ohnuma,
Hemmi, Onto, Nakane, Nishino, 696

germ cells, alimentary tract, cysteine pro-
teinase, gene family, maize weevil, Matsu-
moto, Emori, Abe, Arai, 464

Girardi heart cell, cross-talk, endothelin,
endothelin receptor, signal transduction,
Ozaki, Ohwaki, Ihara, Ishikawa, Yano,
440

globin mRNA, 5-aminolevulinate synthase,
hemin, hemoglobin synthesis, human leu-
kemia cells, Nagai, Harigae, Furuyama,
Munakata, Hayashi, Endo, Sassa, Yama-
moto, 487

glucose-carrying polymer, erythrocyte,
monoclonal antibody, type-1 glucose trans-
porter (GLUT-1), Park, Takei, Goto,
Maruyama, Kobayashi, Kobayashi, Aka-
ike, 997

glutamate racemase, Bacillus pumilus, clon-
ing, purification, sequencing, Liu, Yoshi-
mura, Endo, Esaki, Soda, 1155

glutaredoxin (thioltransferase), dehydroas-
corbate reductase activity, rice bran, thiol-
disulfide interchange, thioredoxin, Sha,
Minakuchi, Higaki, Sato, Ohtsuki, Kurata,
Yoshikawa, Kotaru, Masumura, Ichihara,
Tanaka, 842

glutathione, antioxidant, decaprenyl diphos-
phate synthase, isoprenoid, ubiquinone,
Suzuki, Okada, Kamiya, Zhu, Nakagawa,
Kawamukai, Matsuda, 496

Af-glycan, cDNA, fucosyltransferase, glyco-
syltransferase, purification, Yanagidani,
Uozumi, Ihara, Miyoshi, Yamaguchi, Tani-
guchi, 626

glyceraldehyde-3-phosphate, ADP-ribosyla-
tion, bovine brain, glyceraldehyde-3-phos-
phate dehydrogenase, nitric oxide, Itoga,
Tsuchiya, hhino, Shimoyama, 1041

glyceraldehyde-3-phosphate dehydrogenase,
ADP-ribosylation, bovine brain, glyceral-
dehyde-3-phosphate, nitric oxide, Itoga,
Tsuchiya, hhino, Shimoyama, 1041

glycocalicin, botrocetin, collagen, ELISA, von
Willebrand factor, Matsui, Kunishima,
Hamako, Katayama, Kamiya, Naoe, Ozeki,
Fujimura, Titani, 376

glycolipid, lipoteichoic acid, mass spectrom-
etry, NMR, structural analysis, Hashimoto,
Yasuoka, Suda, Takada, Yoshida, Kotani,
Kusumoto, 779

glycolysis, bifunctional enzyme, fructose-
2,6-bi8phosphatase, fructose-6-phosphate,
2-kinase, inhibitor, Harada, Tominaga,
Watanabe, Shimokawa, Ishiguro, Sakaki-
bara, 724

glycopeptides, energy transfer, conforma-

tion, substrates, Lee, 818
A-glycoprotein I, anti-cardiolipin syndrome,

autoimmune diseases, Pichia pastoris,
protein-lipid interaction, Hagihara, Enjyo-
ji, Omasa, Katakura, Suga, Igarashi,
Matsuura, Koto, Yoshimura, Goto, 128

glycosphingolipid, air pollution, ganglioside,
ozone, Jennemann, Bauer, Wiegandt, 150

glycosyltransferase, cDNA, fucosyltransfer-
ase, iV-glycan, purification, Yanagidani,
Uozumi, Ihara, Miyoshi, Yamaguchi, Tani-
guchi, 626

Gly-Thr cleavage, Asp-C cleavage, Asp-Pro
cleavage, perfluoric acid, Ser-N cleavage,
Kawakami, Kamo, Takamoto, Miyazaki,
Chow, Ueno, Tsugita, 68

G proteins, CD38, chemotactic receptors,
tyrosine phosphorylation, superoxide gen-
eration, Tsujimoto, Kontani, Inoue, Hoshi-
no, Hazeki, Malavasi, Katada, 949

GroE, aggregation, chaperone, pro-UK, re-
folding, Xu, Yang, Zhu, 331

GroEL, chaperonin, hydrogen exchange,
a'-lactalbumin, molecular chaperone, Oka-
zaki, Katsumata, Kuwajima, 534

growth factor, ATP depletion, domain
structure, intracellular Ca1+, Na+/H+ ex-
changer, Ikeda, Schmitt, PouyssSgur,
Wakabayashi, Shigekawa, 295

growth phase, cysteine protease, papain fam-
ily, Tetrahymena, tetrain, Suzuki, Hosoya,
Takahashi, Kosaka, Hosoya, 642

GST-P, nuclear factor 1, purification, silencer
element, transcription factor, Osada, Dai-
mon, Ikeda, Nishihara, Yano, Yamasaki,
Imagawa, 365

H

H+/K+-ATPase, GATA binding protein, pro-
moter, stomach, transcription, Nishi,
Kubo, Hasebe, Maeda, Futai, 922

Halocynthia roretzi, alternative splicing,
gene structure, troponin C, Yuasa, Sato,
Yamamoto, Takagi, 671

halorhodopsin, bacteriorhodopsin, FT-IR,
proton pathway, rhodopsin, Maeda, Kan-
dori, Yamazaki, Nishimura, Hatanaka,
Chon, Sasaki, Needleman, Lanyi, 399

hammerhead, metal binding, oligonucleotide,
ribozyme, RNA, Sakamoto, Kim, Kuri-
hara, Sasaki, Noguchi, Katahira, Uesugi,
288

heat shock element, BiP, heat shock protein,
Ssal, transcriptional regulation, Oka,
Kimata, Mori, Kohno, 578

heat shock protein, apoptosis, Bip, calcium
homeostasis, PC12, Aoki, Koike, Nakano,
Shibahara, Kondo, Kikuchi, Honjo, 122

—, BiP, heat shock element, Ssal, tran-
scriptional regulation, Oka, Kimata, Mori,
Kohno, 578

Helicobacter pylori, lipid A, lipopolysaccha-
ride MS, NMR, Suda, Ogawa, Kashihara,
Oikawa, Shimoyama, Hayashi, Tamura,
Kusumoto, 1129

helper T-lymphocytes, interleukin-1 receptor
family, ligand of ST2, ST2 gene product,
Thl and Th2 cells, Yanagisawa, Naito,
Kuroiwa, Arai, Furukawa, Tomizuka,
Miura, Kasahara, Tetsuka, Tominaga, 95

heme, Candida tropicalis, catalase, perox-
isomes, pyridine hemochrome method,
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Soga, Kinoshita, Veda, Tanaka, 26
heme oxygenase, carbon monoxide, nitric

oxide, nitroprusside, stress protein, Taka-
hashi, Hara, Ogawa, Kimura, Fujita,
Shibahara, 1162

hemin, 5-aminolevulinate synthase, globin
mRNA, hemoglobin synthesis, human leu-
kemia cells, Nagai, Harigae, Furuyama,
Munakata, Hayashi, Endo, Sassa, Yama-
moto, 487

hemoglobin synthesis, 5-aminolevulinate
synthase, globin mRNA, hemin, human
leukemia cells, Nagai, Harigae, Furuyama,
Munakata, Hayashi, Endo, Sassa, Yama-
moto, 487

hemolysin, calcium, Cucumaria echinata,
lectin, toxin, Hatakeyama, Miyamoto,
Nagatomo, Sallay, Yamasaki, 63

hemolysis, cytotoxicity, lectin, pore-forming
protein, Oda, Tsuru, Hatakeyama, Naga-
tomo, Muramatsu, Yamasaki, 560

hen lysozyme, NMR, site-directed mutagene-
sis, stability, X-ray crystallography, Moto-
shima, Mine, Masumoto, Abe, Iwashita,
Hashimoto, Chijiiwa, Veda, Imoto, 1076

heparan sulfate, brain development, mid-
kine, syndecan, Nakanishi, Kadomatsu,
Okamoto, Ichihara-Tanaka, Kojima, Saito,
Tomoda, Muramatsu, 197

—, desulfation, FGF-1, FGF-2, heparin,
Ishihara, Kariya, Kikuchi, Minamisawa,
Yoshida, 345

heparin, desulfation, FGF-1, FGF-2, heparan
sulfate, Ishihara, Kariya, Kikuchi, Mina-
misawa, Yoshida, 345

hepatitis delta virus, metal binding, oligonu-
cleotide, ribozyme, RNA, Sakamoto, Ta-
naka, Kuwabara, Kim, Kurihara, Kata-
hira, Vesugi, 1123

hepatocyte, fluorescence quenching, mito-
chondria! energy state, NIRS, Rhodamine
800, Sakanoue, Ichikawa, Nomura, Ta-
mura, 29

hepatocytes, apoptosis, cell cycle, IFN-y,
p53, Kano, Watanabe, Takeda, Aizawa,
Akaike, 677

heptad motif, basement membrane, coiled-
coil, disulfide-bonding, laminin, Niimi,
Miki, Kitagawa, 854

herpes simplex virus type 1, human immuno-
globulin, optical biosensor, virus-cell inter-
action, Inoue, Arai, Aoyagi, 633

heterochromatin, chromatin binding, lamin B
receptor, NBP60, nuclear membrane pro-
tein, Kawahire, Takeuchi, Gohshi, Sasa-
gawa, Shimada, Takahashi, Abe, Veda,
Kuwano, Hikawa, Ichimura, Omata, Hori-
gome, 881

heterotrimer, baculovirus vector, collagen,
molecular assembly, recombinant protein,
Tomita, Kitajima, Yoshizato, 1061

high pressure, aspartate /9-D-semialdehyde
dehydrogenase, deep-sea barophilic bacte-
ria, gene expression, Shewanella sp, Koto,
Smorawinska, Li, Horikoshi, 111

histidine residue, base non-specific ribonu-
clease, mechanism of enzymatic action,
Rhizopus niveus, second step reaction, Irie,
Ohgi, Iwama, Koizumi, Sasayama, Hara-
da, Yano, Vdagawa, Kawasaki, 849

histone fold motif, histone octamer, TAF,
TFIID, transcription factor, Bando, Ijuin,
Hasegawa, Horikoshi, 591

histone octamer, histone fold motif, TAF,
TFIID, transcription factor, Bando, Ijuin,
Hasegawa, Horikoshi, 591

homologous recombination, RecA protein,
search of homologous DNA, DNA binding,
strand exchange, Ellouze, Nordin, Taka-
hashi, 1070

house musk shrew, activation segment, pep-
sin, pepsinogen, proteolytic specificity,
Narita, Oda, Moriyama, Takenaka, Kage-
yama, 1010

HSDJ, DnaJ homolog, famesylation, mito-
chondrial protein import, molecular
chaperone, Kanazawa, Terada, Kato,
Mori, 890

human basophilic leukemia cells, c-Myb
binding motif, human L-histidine decar-
boxylase gene, nuclear factor, regulatory
element, Nakagawa, Okaya, Yatsunami,
Tanaka, Ohtsu, Fukui, Watanabe, Ichi-
kawa, 935

human brain, D-aspartate oxidase, cDNA,
expression, flavoenzyme, Setoyama, Mi-
ura, 798

human enzyme, bifunctional protein, enzyme
structure, D-3-hydroxyacyl-CoA dehydra-
tase, D-3-hydroxyacyl-CoA dehydrogenase,
Jiang, Miyazawa, Souri, Hashimoto, 364

human immunoglobulin, herpes simplex
virus type 1, optical biosensor, virus-cell
interaction, Inoue, Arai, Aoyagi, 633

human leukemia cells, 5-aminolevulinate
synthase, globin mRNA, hemin, hemoglo-
bin synthesis, Nagai, Harigae, Furuyama,
Munakata, Hayashi, Endo, Sassa, Yama-
moto, 437

human L-histidine decarboxylase gene, c-
Myb binding motif, human basophilic leu-
kemia cells, nuclear factor, regulatory
element, Nakagawa, Okaya, Yatsunami,
Tanaka, Ohtsu, Fukui, Watanabe, Ichi-
kawa, 935

human small intestine, adaptive regulation,
Caco-2, taurine, transporter, Satsu, Wata-
nabe, Arai, Shimizu, 1082

hydrogen bond, carbonyl group, flavin, flavo-
protein, Raman spectra, Hazekawa, Ni-
shina, Sato, Shichiri, Miura, Shiga, 1147

hydrogen exchange, chaperonin, GroEL,
<r-lactalbumin, molecular chaperone, Oka-
zaki, Katsumata, Kuwajima, 534

hydrophobic region, ER translocation, prese-
cretory protein, signal peptide, SRP,
Hatsuzawa, Tagaya, Mizushima, 270

hydrophobic sequence, proline-rich domain,
protein-protein interaction, transcription
factor, zinc finger protein, Kojima, Ko-
bayashi, Gotoh, Ohkuma, Fujii-Kuriyama,
Sogawa, 389

D-3-hydroxyacyl-CoA dehydratase, bifunc-
tional protein, enzyme structure, human
enzyme, D-3-hydroxyacyl-CoA dehydro-
genase, Jiang, Miyazawa, Souri, Hashi-
moto, 364

—, bifunctional protein, D-3-hydroxyacyl-
CoA dehydrogenase, /9-oxidation, perox-
isomal, Jiang, Kurosawa, Sato, Suzuki,
Hashimoto, 506

D-3-hydroxyacyl-CoA dehydrogenase, bi-

functional protein, enzyme structure, hu-
man enzyme, D-3-hydroxyacyl-CoA dehy-
dratase, Jiang, Miyazawa, Souri, Hashi-
moto, 364

—, bifunctional protein, D-3-hydroxyacyl-
CoA dehydratase, /9-oxidation, perox-
isomal, Jiang, Kurosawa, Sato, Suzuki,
Hashimoto, 506

hydroxylamine oxidoreductase, ammonia
starvation, Nitrosomonas europaea, Neji-
dat, Shmuely, Abeliovich, 957

hypusine, deoxyhypusine synthase, eukary-
otic initiation factor 5A, post-translational
modification, yeast, Abid, Sasaki, Titani,
Miyazaki, 769

I

IDDM, autoantibody, ELJSA, GAD, myeloma
cell, Matsuba, Yano, Abiru, Takino, Aka-
zawa, Nagataki, Yasukawa, 20

D7N-y, apoptosis, cell cycle, hepatocytes,
p53, Kano, Watanabe, Takeda, Aizawa,
Akaike, 677

IL-8 family, chemical shift, equilibrium,
NMR, Hanzawa, Haruyama, Konishi,
Watanabe, Tsurufuji, 835

imaginal disc, DNA synthesis, nuclear locali-
zation, prolyl endopeptidase, Sarcophaga
peregrina, Ohtsuki, Homma, Kurata, Na-
tori, 1176

immobilization, bioconjugate material, EGF,
juxtacrine, tissue engineering, /to, Li,
Takahashi, Imanishi, Okabayashi, Kido,
Kasuga, 514

immunoaffinity purification, CACGTG se-
quence-binding protein, c-Myc, Max,
monoclonal antibody, Nozaki, Naoe, Oka-
zaki, 550

immunofluorescence microscopy, Caenorhab-
ditis elegans, copper transporting ATPase,
Menkes/Wilson disease gene homologue,
yeast CCC2 gene, Sambongi, Waka-
bayashi, Yoshimizu, Omote, Oka, Futai,
1169

immunoglobulin, lipid peroxidation, c-toco-
pherol, unsaturated fatty acids, HUng,
Yamada, Lim, Mori, Yuki, Sugano, 1054

inclusion body, gene expression, plasminogen
activator inhibitor 2 (PAI-2), renaturation,
serine protease inhibitor (SERPIN), Zhou,
Jiang, Dou, Zhu, Xu, 930

inducible nitric oxide synthase, interferon-y,
lipopolysaccharide, macrophage activation,
murine macrophage-like cell line, Noda,
Amano, 38

influenza virus, mucus protease inhibitor,
Sendai virus, typtase Clara, virus infec-
tion, Beppu, Imamura, Tashiro, Towatari,
Ariga, Kido, 309

inhibitor, bifunctional enzyme, fructose-
2,6-bisphosphatase, fructose-6-phosphate,
2-kinase, glycolysis, Harada, Tominaga,
Watanabe, Shimokawa, Ishiguro, Sakaki-
bara, 724

inhibitory effect, cell adhesion, fibrinogen,
fibronectin, integrin, Liu, Nemoto, Feng,
Vemura, 961

initiator, catalase gene, cis-acting element,
DNA binding protein, TATA-less pro-
moter, Toda, Takeuchi, Hori, Ito, Sato,
1035

inside-out signaling, cell adhesion, integrin,
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ligand binding, monoclonal antibody,
Takagi, Isobe, Takada, Saito, 914

integrin, adhesion, anti-adhesion, extracel-
lular matrix, fibronectin, Fukai, Hasebe,
Ueki, Mutoh, Ohgi, Takahashi, Takeda,
Katayama, 189

—, cell adhesion, inside-out signaling, ligand
binding, monoclonal antibody, Takagi,
Isobe, Takada, Saito, 914

—, cell adhesion, fibrinogen, fibronectin,
inhibitory effect, Liu, Nemoto, Feng, Ue-
mura, 961

interferon-y, inducible nitric oxide synthase,
lipopolysaccharide, macrophage activation,
murine macrophage-like cell line, Noda,
Amano, 38

interleukin-1 receptor family, helper T-lym-
phocytes, ligand of ST2, ST2 gene product,
Thl and Th2 cells, Yanagisawa, Naito,
Kuroiwa, Arai, Furukawa, Tomizuka,
Miura, Kasahara, Tetsuka, Tominaga, 95

interleukin-6, acute phase response, APRF/
STAT3, CCAAT/enhancer-binding pro-
tein, transcription, Yamada, Tobita, Osa-
da, Nishihara, Imagawa, 731

intermediate filament, cell cycle, cell signal-
ing, protein kinases, site- and phosphor -
ylation state-specific antibodies, Inagaki,
Inagaki, Takahashi, Takai, 407

intermolecular interaction, chemical cross-
linking, monoclonal antibody, pre-domain,
preIL-1, Kobayashi, Nagatake, Shimozato,
Watanabe, 896

intracellular CaI+, ATP depletion, domain
structure, growth factor, Na+/H+ ex-
changer, Ikeda, Schmitt, Pouyssegur,
Wakabayashi, Shigekawa, 295

intracellular degradation, elastin, monensin,
secretion, smooth muscle cell, Ikeda,
Wachi, Seyama, Tajima, 5

m vitro mutagenesis, chromophore/protein
interaction, expression, opsin shift, photo-
active yellow protein, Mihara, Hisatomi,
Imamoto, Kataoka, Tokunaga, 876

in vitro selection, C. elegans, polycistronic
expression, RNA-binding specificity,
spliceosome-associated protein (SAP),
Tanaka, Ohta, Terashima, Sakamoto, 739

irreversible inhibitor, CA074, cathepsin B,
complex, crystal structure, Yamamoto,
Hara, Tomoo, Ishida, Fujii, Hata, Murata,
Kitamura, 974

isoform, brain, CaI+/calmoduUn, CaM-kinase
kinase, protein kinase kinase, Okuno,
Kitani, Fujisawa, 155

isopeptidase, ubiquitin C-terminal hydrolase,
ubiquitin specific protease, Woo, Baek, Lee,
Yoo, Cho, Kang, Chung, 684

isoprenoid, antioxidant, decaprenyl diphos-
phate synthase, glutathione, ubiquinone,
Suzuki, Okada, Kamiya, Zhu, Nakagawa,
Kawamukai, Matsuda, 496

isoprenoids, enzyme mechanism, famesyl
diphosphate, geranylgeranyl diphosphate
synthase, prenyltransferase, Ohnuma,
Hemmi, Ohio, Nakane, Nishino, 696

3-isopropyl-malate dehydrogenase, 2-cistron
expression system, expression efficiency,
GC-rich gene, Thermus thermophilus,
Suzuki, Tanaka, Ishida, Ishizuka, Yama-

gishi, Oshima, 1031

juxtacrine, bioconjugate material, EGF, im-
mobilization, tissue engineering, /to, Li,
Takahashi, Imanishi, Okabayashi, Kido,
Kasuga, 514

K

kexin-like protease, PACE4E, PACE4 iso-
form, processing, subtilisin like proprotein
convertase 4, Mori, Kii, Tsuji, Nagahama,
Imamaki, Hayashi, Akamatsu, Nagamune,
Matsuda, 941

kidney, diet, lysosome, phosphate, transpor-
ter, Katai, Segawa, Haga, Morita, Arai,
Tatsumi, Taketani, Miyamoto, Hisano,
Fukui, Takeda, 50

kidney bean, ff-amylase inhibitor, post-
translational processing, primary struc-
ture, subunit structure, Nakaguchi, Ara-
kawa, Philo, Wen, Ishimoto, Yamaguchi,
350

kinetics, conformation, fibrin, monoclonal
antibody, plasminogen, Madoiwa, Arai,
Ueda, Ishizuka, Mimuro, Asakura, Matsu-
da, Sakata, 278

—, divalent cations, fluorescence, fluore-
scence anisotropy, triplex DNA, EUouze,
Piot, Takahashi, 521

king cobra <r-neurotoxin, amino acid se-
quence, aromatic residue, cationic residue,
Lin, Leu, Chang, Chang, 690

K, value, metalloproteinase, proteinaceous
inhibitor, reactive site, Streptomyces,
Seeram, Hiraga, Saji, Tashiro, Oda, 1088

ff-lactalbumin, chaperonin, GroEL, hydrogen
exchange, molecular chaperone, Okazaki,
Katsumata, Kuwajima, 534

lamin B receptor, chromatin binding, hetero-
chromatin, NBP60, nuclear membrane
protein, Kawahire, Takeuchi, Gohshi,
Sasagawa, Shimada, Takahashi, Abe,
Ueda, Kuwano, Hikawa, Ichimura, Omata,
Horigome, 881

laminin, basement membrane, coiled-coil,
disulfide-bonding, heptad motif, Niimi,
Miki, Kitagawa, 854

LDL, atherosclerosis, Lp(a), oxidation, ultra-
centrifugation, Napoli, Mancini, Corso,
Maiorni, Crescenzi, Postiglione, Palumbo,
1096

lectin, calcium, Cucumaria echinata, hemo-
lysin, toxin, Hatakeyama, Miyamoto,
Nagatomo, Sallay, Yamasaki, 63

—, cytotoxicity, hemolysis, pore-forming
protein, Oda, Tsuru, Hatakeyama, Naga-
tomo, Muramatsu, Yamasaki, 560

—, carbohydrate-recognition domain, cDNA,
primary structure, sialic acid, Yamamoto,
Konami, Irimura, 756

Li+ resistance, cation transport, mutagenesis,
Na+/H+ antiporter, temperature sensitiv-
ity, Noumi, Inoue, Sakurai, Tsuchiya,
Kanazawa, 661

ligand binding, coordination structure, p,d-
diazamesoporphyrin, electronic spectra,
myoglobin, Neya, Hori, Imai, Kawamura-
Konishi, Suzuki, Shiro, Iizuka, Funasaki,
654

—, cell adhesion, inside-out signaling, inte-
grin, monoclonal antibody, Takagi, Isobe,
Takada, Saito, 914

ligand of ST2, helper T-lymphocytes, inter-
leukin-1 receptor family, ST2 gene prod-
uct, Thl and Th2 cells, Yanagisawa, Naito,
Kuroiwa, Arai, Furukawa, Tomizuka,
Miura, Kasahara, Tetsuka, Tominaga, 95

LEM motif, autophosphorylation, protein
kinase, tyrosine phosphorylation, Smolich,
Vo, Buckley, Plowman, Papkoff, 382

linear polymerization, BiP, defective folding,
ovalbumin, serpin superfamily, Shirai,
Tani, Higasa, Yasumoto, 787

lipid A, Helicobacter pylori, lipopolysaccha-
ride MS, NMR, Suda, Ogawa, Kashihara,
Oikawa, Shimoyama, Hayashi, Tamura,
Kusumoto, 1129

lipid-linked oligosaccharides, cell-cycle de-
pendency, dehydrodolichyldiphosphate
synthase, farnesyl diphosphate synthase,
rat 3Y1 cell, Fukushima, Ohkura, Yama-
shita, 415

lipid peroxidation, immunoglobulin, <r-toco-
pherol, unsaturated fatty acids, HUng,
Yamada, Lim, Mori, Yuki, Sugano, 1054

lipoamide dehydrogenase, crystallization, X-
ray study, Toyoda, Sekiguchi, Takenaka, 1

lipopolysaccharide, inducible nitric oxide
synthase, interferon-y, macrophage activa-
tion, murine macrophage -like cell line,
Noda, Amano, 38

lipopolysaccharide MS, Helicobacter pylori,
lipid A, NMR, Suda, Ogawa, Kashihara,
Oikawa, Shimoyama, Hayashi, Tamura,
Kusumoto, 1129

liposome, poly(iV-isopropylacrylamide),
temperature-sensitive release, Kim, Bae,
Kim, 15

lipoteichoic acid, glycolipid, mass spectrom-
etry, NMR, structural analysis, Hashimoto,
Yasuoka, Suda, Takada, Yoshida, Kotani,
Kusumoto, 779

liver, CaBPl, CaBP2, endoplasmic reticulum,
protein kinase CK2, Janson, Ek, Ek, 112

Lp(a), atherosclerosis, LDL, oxidation, ultra-
centrifugation, Napoli, Mancini, Corso,
Maiorni, Crescenzi, Postiglione, Palumbo,
1096

lymphoma cells, apoptosis, cell cycle, protea-
some inhibitor, ubiquitin, Tanimoto,
Onishi, Hashimoto, Kizaki, 542

lysine hydroxamate, aminoacyl-tRNA syn-
thetase, fluorescence titration, lysyladenyl-
ate, lysyl-tRNA synthetase, Takita, Hashi-
moto, Ohkubo, Muto, Shimizu, Sakata,
Inouye, Hiromi, Tonomura, 244

lysoganglioside, delayed extraction matrix-
assisted laser desorption ionization time-
of-flight mass spectrometry, fucosyl-GMl
gangboside, ganglioside, sphingosine, Ta-
ketomi, Hara, Uemura, Kurahashi, Sugi-
yama, 264

lysosome, diet, kidney, phosphate, transpor-
ter, Katai, Segawa, Haga, Morita, Arai,
Tatsumi, Taketani, Miyamoto, Hisano,
Fukui, Takeda, 50

lysyladenylate, aminoacyl-tRNA synthetase,
fluorescence titration, lysine hydroxamate,
lysyl-tRNA synthetase, Takita, Hashi-
moto, Ohkubo, Muto, Shimizu, Sukata,
Inouye, Hiromi, Tonomura, 244
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lysyl-tRNA synthetase, aminoacyl-tRNA
synthetase, fluorescence titration, lysine
hydroxamate, lysyladenylate, Takita,
Hashimoto, Ohkubo, Muto, Shimizu, Su-
kata, Inouye, Hiromi, Tonomura, 244

M

macrophage, chemotaxis, cyclic GMP, cyclic
GMP-dependent protein kinase, a-elastin,
Kamisato, Uemura, Takami, Okamoto, 862

macrophage activation, inducible nitric oxide
synthase, interferon-y, lipopolysaccharide,
murine macrophage-like cell line, Noda,
Amano, 38

magnesium effect, assignment of imino pro-
ton signals, 'H-NMR, mitochondria! tRNA,
16N-labeling, Hayashi, Yokogawa, Kawai,
Ueda, Nishikawa, Watanabe, 1115

maize weevil, alimentary tract, cysteine
proteinase, gene family, germ cells, Matsu-
moto, Emori, Abe, Ami, 464

mass spectrometry, glycolipid, lipoteichoic
acid, NMR, structural analysis, Hashimoto,
Yasuoka, Suda, Takada, Yoshida, Kotani,
Kusumoto, 779

Max, CACGTG sequence-binding protein,
c-Myc, immunoaffinity purification, mono-
clonal antibody, Nozaki, Naoe, Okazaki,
550

M-CAT, E box, fast muscle troponin T,
M-CAT-like element, MEF2, Watanabe,
Takemasa, Yonemura, Hirabayashi, 212

M-CAT-like element, E box, fast muscle
troponin T, M-CAT, MEF2, Watanabe,
Takemasa, Yonemura, Hirabayashi, 212

mechanism of enzymatic action, base non-
specific ribonuclease, histidine residue,
Rhizopus niveus, second step reaction, Irie,
Ohgi, Iwama, Koizumi, Sasayama, Hara-
da, Yano, Udagawa, Kawasaki, 849

MEF2, E box, fast muscle troponin T, M-
CAT, M-CAT-like element, Watanabe,
Takemasa, Yonemura, Hirabayashi, 212

membrane potential, mitochondria, NADH:
ubiquinone reductase, ubiquinone, Ghelli,
Benelli, Esposti, 746

Menkes/Wilson disease gene homologue,
Caenorhabditis elegans, copper transport-
ing ATPase, immunofiuorescence micros-
copy, yeast CCC2 gene, Sambongi, Waka-
bayashi, Yoshimizu, Omote, Oka, Futai,
1169

metal binding, hammerhead, oligonucleotide,
ribozyme, RNA, Sakamoto, Kim, Kuri-
hara, Sasaki, Noguchi, Katahira, Uesugi,
288

—, hepatitis delta virus, oligonucleotide,
ribozyme, RNA, Sakamoto, Tanaka,
Kuwabara, Kim, Kurihara, Katahira,
Uesugi, 1123

metalloprotease, Co2+ ion activation, partial
amino acid sequence, Pseudomonas fluores-
cens, sequence homology, Kim, Tamanoue,
Jeohn, Iwamatsu, Yokota, Kim, Taka-
hashi, Takahashi, 82

metalloproteinase, nitration, pH-jump, ther-
molysin, tyrosine, Lee, Inouye, Tonomura,
231

—, K, value, proteinaceous inhibitor, reactive
site, Streptomyces, Seeram, Hiraga, Saji,

Tashiro, Oda, 1088
metallothionein, characteristics, Escherichia

coti, expression, recombinant protein,
Xiong, Ru, 1102

methanogenic Archaea, coenzyme F4M, meth-
yl-coenzyme M reductase, protein crystalli-
zation, X-ray crystallography, Shima,
Goubeaud, Vinzenz, Thauer, Ermler, 829

methyl-coenzyme M reductase, coenzyme
F,M, methanogenic Archaea, protein crys-
tallization, X-ray crystallography, Shima,
Goubeaud, Vinzenz, Thauer, Ermler, 829

midkine, brain development, heparan sul-
fate, syndecan, Nakanishi, Kadomatsu,
Okamoto, Ichihara-Tanaka, Kojuna, Saito,
Tomoda, Muramatsu, 197

milk-clotting enzyme, aspartic proteinase,
Rhizomucor pusillus pepsin, site-directed
mutagenesis, Park, Aikawa, Nishiyama,
Horinouchi, Beppu, 118

mitochondria, membrane potential, NADH:
ubiquinone reductase, ubiquinone, Ghelli,
Benelli, Esposti, 746

mitochondrial energy state, fluorescence
quenching, hepatocyte, NIRS, Rhodamine
800, Sakanoue, Ichikawa, Nomura, Ta-
mura, 29

mitochondrial protein import, DnaJ homolog,
famesylation, HSDJ, molecular chaperone,
Kanazawa, Terada, Koto, Mori, 890

mitochondrial tRNA, assignment of imino
proton signals, 'H-NMR, magnesium effect,
"N-labeling, Hayashi, Yokogawa, Kawai,
Ueda, Nishikawa, Watanabe, 1115

molecular assembly, baculovirus vector, col-
lagen, heterotrimer, recombinant protein,
Tomita, Kitajima, Yoshizato, 1061

molecular chaperone, chaperonin, GroEL,
hydrogen exchange, a--lactalbumin, Oka-
zaki, Katsumata, Kuwajima, 534

—, DnaJ homolog, famesylation, HSDJ,
mitochondrial protein import, Kanazawa,
Terada, Koto, Mori, 890

molecular evolution, countertrypin, fetuin
homologue, Mongolian gerbil, Goto, Yoshi-
da, Suzuki, Yamamoto, Sinohara, 619

molecular interaction, Ca1+-ATPase, recon-
stitution, sarcoplasmic reticulum, temper-
ature sensitivity, Nagata, Nakamura,
Yamamoto, 648

monensin, elastin, intracellular degradation,
secretion, smooth muscle cell, Ikeda,
Wachi, Seyama, Tajima, 5

Mongolian gerbil, countertrypin, fetuin
homologue, molecular evolution, Goto,
Yoshida, Suzuki, Yamamoto, Sinohara,
619

monoclonal antibody, conformation, fibrin,
kinetics, plasminogen, Madoiwa, Arai,
Ueda, Ishizuka, Mimuro, Asakura, Matsu-
da, Sakata, 278

—, CACGTG sequence-binding protein, c-
Myc, immunoaffinity purification, Max,
Nozaki, Naoe, Okazaki, 550

—, chemical cross-linking, intermolecular
interaction, pre-domain, preIL-1, Ko-
bayashi, Nagatake, Shimozato, Watanabe,
896

—, cell adhesion, inside-out signaling, inte-
grin, ligand binding, Takagi, Isobe, Taka-
da, Saito, 914

—, erythrocyte, glucose-carrying polymer,

type-1 glucose transporter (GLUT-1),
Park, Takei, Goto, Maruyama, Kobayashi,
Kobayashi, Akaike, 997

monolayer, bovine serum albumin, Brewster
angle microscopy, cytochrome c, fluores-
cence, Tanaka, Akatsuka, Murakami,
Ogoma, Abe, Kondo, 206

monomer conformation, actomyosin ATPase,
essential light chains, filament assembly,
smooth muscle myosin, Katoh, Morita, 56

motility, actin, calcium regulation, disuc-
cinimidyl suberate, troponin-tropomyosin
complex, Honda, Tagami, Hatori, Matsu-
no, 47

mucus protease inhibitor, influenza virus,
Sendai virus, typtase Clara, virus infec-
tion, Beppu, Imamura, Tashiro, Towatari,
Ariga, Kido, 309

murine macrophage-like cell line, inducible
nitric oxide synthase, interferon-y, lipo-
polysaccharide, macrophage activation,
Noda, Amano, 38

mutagenesis, cation transport, Li+ resistance,
Na+/H+ antiporter, temperature sensitiv-
ity, Noumi, Inoue, Sakurai, Tsuchiya,
Kanazawa, 661

myeloma cell, autoantibody, ELJSA, GAD,
IDDM, Matsuba, Yano, Abiru, Takino,
Akazawa, Nagataki, Yasukawa, 20

myoglobin, coordination structure, /3,S-di-
azamesoporphyrin, electronic spectra,
ligand binding, Neya, Hori, Imai, Kawa-
mura-Konishi, Suzuki, Shiro, Iizuka,
Funasaki, 654

myosin monomer conformation, chicken giz-
zard, filament assembly, smooth muscle
myosin, telokin, Masato, Numata, Katoh,
Morita, Yazawa, 225

N

Na+/H+ antiporter, cation transport, Li+

resistance, mutagenesis, temperature sen-
sitivity, Noumi, Inoue, Sakurai, Tsuchiya,
Kanazawa, 661

Na+/H+ exchanger, ATP depletion, domain
structure, growth factor, intracellular Ca2+,
Ikeda, Schmitt, Pouyssegur, Wakabayashi,
Shigekawa, 295

NADH: ubiquinone reductase, membrane
potential, mitochondria, ubiquinone, Ghel-
li, Benelli, Esposti, 746

NBP60, chromatin binding, heterochromatin,
lamin B receptor, nuclear membrane pro-
tein, Kawahire, Takeuchi, Gohshi, Sasa-
gawa, Shimada, Takahashi, Abe, Ueda,
Kuwano, Hikawa, Ichimura, Omata, Hori-
gome, 881

NIRS, fluorescence quenching, hepatocyte,
mitochondrial energy state, Rhodamine
800, Sakanoue, Ichikawa, Nomura, Ta-
mura, 29

nitration, metalloproteinase, pH-jump, ther-
molysin, tyrosine, Lee, Inouye, Tonomura,
231

nitric oxide, ADP-ribosylation, bovine brain,
glyceraldehyde-3-phosphate, glyceralde-
hyde-3-phosphate dehydrogenase, Itoga,
Tsuchiya, Ishino, Shimoyama, 1041

—, carbon monoxide, heme oxygenase, nitro-
prusside, stress protein, Takahashi, Hara,
Ogawa, Kimura, Fujita, Shibahara, 1162

nitroprusside, carbon monoxide, heme oxy-
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genase, nitric oxide, stress protein, Taka-
hashi, Hara, Ogawa, Kimura, Fujita,
Shibahara, 1162

Nitrosomonas europaea, ammonia starva-
tion, hydroxylamine oxidoreductase, Neji-
dat, Shmuely, Abeliovich, 957

"N-labeling, assignment of imino proton
signals, 'H-NMR, magnesium effect, mito-
chondrial tRNA, Hayashi, Yokogawa,
Kawai, Ueda, Nishikawa, Watanabe, 1115

NMH, glycolipid, lipoteichoic acid, mass
spectrometry, structural analysis, Hashi-
moto, Yasuoka, Suda, Takada, Yoshida,
Kotani, Kusumoto, 779

—, chemical shift, equilibrium, IL-8 family,
Hanzawa, Haruyama, Konishi, Watanabe,
Tsurufuji, 835

—, hen lysozyme, site-directed mutagenesis,
stability, X-ray crystallography, Moto-
shima, Mine, Masumoto, Abe, Iwashita,
Hashimoto, Chijiiwa, Ueda, Imoto, 1076

—, Helicobacter pylori, lipid A, lipopolysac-
charide MS, Suda, Ogawa, Kashihara,
Oikawa, Shimoyama, Hayashi, Tamura,
Kusumoto, 1129

'H-NMR, assignment of imino proton signals,
magnesium effect, mitochondrial tRNA,
"N-labeling, Hayashi, Yokogawa, Kawai,
Ueda, Nishikawa, Watanabe, 1115

novel subfamily, crystal structure, substrate
recognition pocket, zinc metalloprotease,
Kurisu, Kinoshita, Sugimoto, Nagara, Kai,
Kasai, Harada, 304

N-terminal sequence, autophosphorylation
sites, c-Yes, purification, rat liver plasma
membrane, Ariki, Tanabe, Usui, Hayashi,
Inoue, Nishito, Kagamiyama, Takeda, 104

nuclear factor, c-Myb binding motif, human
basophilic leukemia cells, human L-histi-
dine decarboxylase gene, regulatory ele-
ment, Nakagawa, Okaya, Yatsunami,
Tanaka, Ohtsu, Fukui, Watanabe, Ichi-
kawa, 935

nuclear factor 1, GST-P, purification, silencer
element, transcription factor, Osada, Dai-
mon, Ikeda, Nishihara, Yano, Yamasaki,
Imagawa, 355

nuclear localization, DNA synthesis, imaginal
disc, prolyl endopeptidase, Sarcophaga
peregrina, Ohtsuki, Homma, Kurata, Na-
tori, 1176

nuclear localization signal, nuclear pore com-
plex, nuclear pore-targeting complex, nu-
cleocytoplasmic transport, semi-intact cell,
Yoneda, 811

nuclear membrane protein, chromatin bind-
ing, heterochromatin, lamin B receptor,
NBP60, Kawahire, Takeuchi, Gohshi,
Sasagawa, Shimada, Takahashi, Abe,
Ueda, Kuwano, Hikawa, Ichimura, Omata,
Horigome, 881

nuclear pore complex, nuclear localization
signal, nuclear pore-targeting complex,
nucleocytoplasmic transport, semi-intact
cell, Yoneda, 811

nuclear pore-targeting complex, nuclear
localization signal, nuclear pore complex,
nucleocytoplasmic transport, semi-intact
cell, Yoneda, 811

nucleocytoplasmic transport, nuclear localiza-

tion signal, nuclear pore complex, nuclear
pore-targeting complex, semi-intact cell,
Yoneda, 811

nucleotide sequence analysis, chicken liver,
cytosolic phosphoenolpyruvate carboxy-
kinase, promoter, transient expression,
Sato, Takahashi, Konishi, Suzuki, Kochi,
711

0

oil body, oleosin, organelle integrity, purifica-
tion, sesame, Tzen, Peng, Cheng, Chen,
Chiu, 762

oleosin, oil body, organelle integrity, purifica-
tion, sesame, Tzen, Peng, Cheng, Chen,
Chiu, 762

oligonucleotide, hammerhead, metal binding,
ribozyme, RNA, Sakamoto, Kim, Kuri-
hara, Sasaki, Noguchi, Katahira, Uesugi,
288

—, hepatitis delta virus, metal binding,
ribozyme, RNA, Sakamoto, Tanaka,
Kuwabara, Kim, Kurihara, Katahira,
Uesugi, 1123

opsin shift, chromophore/protein interaction,
expression, in vitro mutagenesis, photoac-
tive yellow protein, Mihara, Hisatomi,
Imamoto, Kataoka, Tokunaga, 876

optical biosensor, herpes simplex virus type
1, human immunoglobulin, virus-cell
interaction, Inoue, Aral, Aoyagi, 633

organelle integrity, oil body, oleosin, purifica-
tion, sesame, Tzen, Peng, Cheng, Chen,
Chiu, 762

osteogenesis, bone morphogenetic protein,
extracellular matrix, pore size, porous
hydroxy apatite, Tsuruga, Takita, Itoh,
Wakisaka, Kuboki, 317

outer membrane protein, chimeric protein,
pro-sequence, protein secretion, Serratia
serine protease, Ohnishi, Beppu, Horino-
uchi, 902

ovalbumin, BiP, defective folding, linear
polymerization, serpin superfamily,
Shirai, Tani, Higasa, Yasumoto, 787

overexpression, cDNA cloning, Erythrina
variegata, tissue-type plasminogen ac-
tivator inhibitor, trypsin inhibitor, Kou-
zuma, Yamasaki, Kimura, 456

oxidation, atherosclerosis, LDL, Lp(a), ultra-
centrifugation, Napoli, Mancini, Corso,
Malorni, Crescenzi, Postiglione, Palumbo,
1096

^-oxidation, bifunctional protein, D-3-hydro-
xyacyl-CoA dehydratase, D-3-hydroxyacyl-
CoA dehydrogenase, peroxisomal, Jiang,
Kurosawa, Sato, Suzuki, Hashimoto, 506

—, fatty alcohol, peroxisome, plasmalogen,
very-long-chain fatty acid, Hayashi, Hara,
978

ozone, air pollution, ganglioside, glycosphin-
golipid, Jennemann, Bauer, Wiegandt, 150

p53, apoptosis, cell cycle, hepatocytes, IFN-
y, Kano, Watanabe, Takeda, Aizawa,
Akaike, 677

PACE4E, kexin-like protease, PACE4 iso-
form, processing, subtilisin like proprotein
convertase 4, Mori, Kii, Tsuji, Nagahama,
Imamaki, Hayashi, Akamatsu, Nagamune,
Matsuda, 941

PACE4 isoform, kexin-like protease,
PACE4E, processing, subtilisin like pro-
protein convertase 4, Mori, Kii, Tsuji,
Nagahama, Imamaki, Hayashi, Akamatsu,
Nagamune, Matsuda, 941

papain family, cysteine protease, growth
phase, Tetrahymena, tetrain, Suzuki,
Hosoya, Takahashi, Kosaka, Hosoya, 642

papillomavirus, DNA-binding protein, site-
directed mutagenesis, Matsumoto, Naka-
shima, Takase, Hirochika, Mizuno, 138

Paracoccus denitrificans, aromatic amino acid
aminotransferase, aspartate aminotrans-
ferase, pyridoxal 6'-phosphate, substrate
specificity, Oue, Okamoto, Nakai, Naka-
hira, Shibatani, Hayashi, Kagamiyama,
161

parotid acinar cell, CaJ+-independent phos-
pholipase A2, cytosolic phospholipase A2,
exocytosis, phospholipase A2 inhibitor,
Takuma, Ichida, 1018

partial amino acid sequence, Co1+ ion activa-
tion, metalloprotease, Pseudomonas fluo-
rescens, sequence homology, Kim, Tama-
noue, Jeohn, Iwamatsu, Yokota, Kim,
Takahashi, Takahashi, 82

pausing, arrest-relief, development, RNA
polymerase II, spermatogenesis, Umehara,
Kida, Hasegawa, Fujimoto, Horikoshi, 598

PBI, D89501, genomic DNA, proline-rich
protein, salivary protein, Isemura, Saitoh,
1025

PC12, apoptosis, Bip, calcium homeostasis,
heat shock protein, Aoki, Koike, Nakano,
Shibahara, Kondo, Kikuchi, Honjo, 122

pepsin, activation segment, house musk
shrew, pepsinogen, proteolytic specificity,
Narita, Oda, Moriyama, Takenaka, Kage-
yama, 1010

pepsinogen, activation segment, house musk
shrew, pepsin, proteolytic specificity,
Narita, Oda, Moriyama, Takenaka,
Kageyama, 1010

peptidylarginine deiminase type HI, cDNA
cloning, purification, rat epidermis, tissue-
specific expression, Nishijyo, Kawada,
Kanno, Shiraiwa, Takahara, 868

perfluoric acid, Asp-C cleavage, Asp-Pro
cleavage, Gly-Thr cleavage, Ser-N cleav-
age, Kawakami, Kamo, Takamoto, Miya-
zaki, Chow, Ueno, Tsugita, 68

peroxidase, phospholipase, phospholipid hy-
droperoxide, »-tocopherol, ubiquinol-9,
Kambayashi, Yamashita, Niki, Yamamoto,
425

peroxisomal, bifunctional protein, D-3-hydro-
xyacyl-CoA dehydratase, D-3-hydroxyacyl-
CoA dehydrogenase, /?-oxidation, Jiang,
Kurosawa, Sato, Suzuki, Hashimoto, 506

peroxisome, fatty alcohol, /J-oxidation, plas-
malogen, very-long-chain fatty acid,
Hayashi, Hara, 978

peroxisomes, Candida tropicalis, catalase,
heme, pyridine hemochrome method,
Soga, Kinoshita, Ueda, Tanaka, 25

pH-jump, metalloproteinase, nitration, ther-
molysin, tyrosine, Lee, Inouye, Tonomura,
231

Pho2p, PHO regulon, Pho4p, transcriptional
regulator, yeast, Magbanua, Ogawa, Hara-
shima, Oshima, 1182

Phc-4p, PHO regulon, Pho2p, transcriptional
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regulator, yeast, Magbanua, Ogawa, Hara-
shima, Oshima, 1182

phorbol ester, diacylglycerol, phospholipid,
protein kinase C, tyrosine phosphorylation,
Kadotani, Nishiuma, Nanahoshi, Tsuji-
shita, Ogita, Nakamura, Kikkawa, Asaoka,
1047

PHO regulon, Fho2p, Pho4p, transcriptional
regulator, yeast, Magbanua, Ogawa, Hara-
shima, Oshima, 1182

phosphate, diet, kidney, lysosome, transport-
er, Katai, Segawa, Haga, Morita, Arai,
Tatsumi, Taketani, Miyamoto, Hisano,
Fukui, Takeda, 50

phosphatidic acid, acyl-CoA, diacylglycerol,
diacylglycerol acyltransferase, fungi,
Kamisaka, Mishra, Nakahara, 1107

phosphodiester hydrolysis, chemical modi-
fications, DNA-protein interaction, EcoBI,
synthetic oligonucleotides, Gohda, Matsuo,
Oda, Ikehara, Uesugi, 219

phospholipase, peroxidase, phospholipid hy-
droperoxide, ar-tocopherol, ubiquinol-9,
Kambayashi, Yamashita, Niki, Yamamoto,
425

—, apoptosis, endothelial cell, signal trans-
duction, Miao, Kaji, Hayashi, Araki, 612

phospholipase A2 inhibitor, Ca2+-indepen-
dent phospholipase A2, cytosolic phospho-
lipase A2, exocytosis, parotid acinar cell,
Takuma, Ichida, 1018

phospholipid, diacylglycerol, phorbol ester,
protein kinase C, tyrosine phosphorylation,
Kadotani, Nishiuma, Nanahoshi, Tsuji-
shita, Ogita, Nakamura, Kikkawa, Asaoka,
1047

phospholipid hydroperoxide, peroxidase,
phospholipase, a--tocopherol, ubiquinol-9,
Kambayashi, Yamashita, Niki, Yamamoto,
425

phosphorylation of tau, Alzheimer's disease,
amyloid-/? protein, pyruvate dehydrogen-
ase, tau protein kinases I and II, Imahori,
Uchida, 179

phosphorylation site, Ca2+/calmodulin-de-
pendent protein kinase, CaM-kinase IV,
CaM-kinase kinase, protein phosphoryla-
tion, Kitani, Okuno, Fujisawa, 804

photoactive yellow protein, chromophore/
protein interaction, expression, in vitro
mutagenesis, opsin shift, Mihara, Hisa-
tomi, Imamoto, Kataoka, Tokunaga, 876

Pichia pastoris, anti-cardiolipin syndrome,
autoimmune diseases, /?i-glycoprotein I,
protein-lipid interaction, Hagihara, Enjyo-
ji, Omasa, Katakura, Suga, Igarashi,
Matsuura, Kato, Yoshimura, Goto, 128

—, antibody engineering, bivalent scFv,
single-chain Fv, Luo, Geng, Noujaim,
Madiyalakan, 831

Pictet-Spengler reaction, aromatic L-amino
acid decarboxylase, L-dopa, dopamine,
pyridoxal 5'-phosphate, Nishino, Hayashi,
Ishii, Kagamiyama, 604

plasma, platelet, sphingosine, sphingosine
kinase, sphingosine 1-phosphate, Yatomi,
Igarashi, Yang, Hisano, Qi, Asazuma,
Satoh, Ozaki, Kume, 969

plasmalogen, fatty alcohol, /S-oxidation, per-
oxisome, very-long-chain fatty acid,

Hayashi, Hara, 978
plasminogen, conformation, fibrin, kinetics,

monoclonal antibody, Madoiwa, Arai,
Ueda, Ishizuka, Mimuro, Asakura, Matsu-
da, Sakata, 278

plasminogen activator inhibitor 2 fPAI-2),
gene expression, inclusion body, renatura-
tion, serine protease inhibitor (SERPIN),
Zhou, Jiang, Dou, Zhu, Xu, 930

platelet, plasma, sphingosine, sphingosine
kinase, sphingosine 1-phosphate, Yatomi,
Igarashi, Yang, Hisano, Qi, Asazuma,
Satoh, Ozaki, Kume, 969

point mutation, erythropoietin, GATA motif,
promoter, TATA motif, Tsuchiya, Okada,
Ueda, Yasukochi, 193

polyamine, anti-polyamine antibody, diace-
tylspennidine, ELJSA, tumor marker,
Hiramatsu, Miura, Sugimoto, Kamei, Iwa-
saki, Kawakita, 1134

polycistronic expression, C. elegans, in vitro
selection, RNA-binding specificity, spliceo-
some-associated protein (SAP), Tanaka,
Ohio, Terashima, Sakamoto, 739

poly(Ar-isopropylacrylamide), liposome,
temperature-sensitive release, Kim, Bae,
Kim, 15

pore-forming protein, cytotoxicity, hemoly-
sis, lectin, Oda, Tsuru, Hatakeyama,
Nagatomo, Muramatsu, Yamasaki, 560

pore size, bone morphogenetic protein, extra-
cellular matrix, osteogenesis, porous hy-
droxyapatite, Tsuruga, Takita, Itoh, Waki-
saka, Kuboki, 317

porous hy droxyapatite, bone morphogenetic
protein, extracellular matrix, osteogenesis,
pore size, Tsuruga, Takita, Itoh, Wakisaka,
Kuboki, 317

post-translational modification, deoxyhypu-
sine synthase, eukaryotic initiation factor
5A, hypusine, yeast, Abid, Sasaki, Titani,
Miyazaki, 769

post-translational processing, <*-amylase in-
hibitor, kidney bean, primary' structure,
subunit structure, Nakaguchi, Arakawa,
Philo, Wen, Ishimoto, Yamaguchi, 350

potentiation, epinephrine, Syk, thrombin,
tyrosine phosphorylation, Wang, Yanagi,
Yang, Inatome, Yamamura, 325

pre-domain, chemical cross-Unking, inter-
molecular interaction, monoclonal anti-
body, preIL-1, Kobayashi, Nagatake,
Shimozato, Watanabe, 896

preEL-1, chemical cross-linking, intermo-
lecular interaction, monoclonal antibody,
pre-domain, Kobayashi, Nagatake, Shimo-
zato, Watanabe, 896

prenyltransferase, enzyme mechanism, far-
nesyl diphosphate, geranylgeranyl diphos-
phate synthase, isoprenoids, Ohnuma,
Hemmi, Ohio, Nakane, Nishino, 696

presecretory protein, ER translocation, hy-
drophobic region, signal peptide, SRP,
Hatsuzawa, Tagaya, Mizushima, 270

primary structure, ^-amylase inhibitor, kid-
ney bean, post-translational processing,
subunit structure, Nakaguchi, Arakawa,
Philo, Wen, Ishimoto, Yamaguchi, 350

—, carbohydrate-recognition domain, cDNA,
lectin, sialic acid, Yamamoto, Konami,
Irimura, 756

processing, kexin-like protease, PACE4E,

PACE4 isoform, subtilisin like proprotein
convertase 4, Mori, Kii, Tsuji, Nagahama,
Imamaki, Hayashi, Akamatsu, Nagamune,
Matsuda, 941

proline-rich domain, hydrophobic sequence,
protein-protein interaction, transcription
factor, zinc finger protein, Kojima, Ko-
bayashi, Gotoh, Ohkuma, Fujii-Kuriyama,
Sogawa, 389

proline-rich protein, D89501, genomic DNA,
PBI, salivary protein, Isemura, Saitoh,
1025

prolyl endopeptidase, DNA synthesis, imagi-
nal disc, nuclear localization, Sarcophaga
peregrina, Ohtsuki, Homma, Kurata, Na-
tori, 1176

promoter, 1,25-dihydroxyvitamin D3, rat
genomic fragment, vitamin D receptor,
vitamin D response element, Sakoda,
Suzuki, Arai, Imagawa, Nishikawa, Nishi-
hara, 89

—, erythropoietin, GATA motif, point muta-
tion, TATA motif, Tsuchiya, Okada, Ueda,
Yasukochi, 193

—, GATA-1, Sertoli cell, testis, transcription
factor, Onodera, Yomogida, Suwabe, Taka-
hashi, Muraosa, Hayashi, Ito, Gu, Ras-
soulzadegan, Engel, Yamamoto, 251

—, chicken liver, cytosolic phosphoenolpyru-
vate carboxykinase, nucleotide sequence
analysis, transient expression, Sato, Taka-
hashi, Konishi, Suzuki, Kochi, 711

—, GATA binding protein, H+/K+-ATPase,
stomach, transcription, Nishi, Kubo, Hose-
be, Maeda, Futai, 922

pro-sequence, chimeric protein, outer mem-
brane protein, protein secretion, Serratia
serine protease, Ohnishi, Beppu, Horino-
uchi, 902

proteasome inhibitor, apoptosis, cell cycle,
lymphoma cells, ubiquitin, Tanimoto,
Onishi, Hashimoto, Kizaki, 542

proteinaceous inhibitor, K, value, metallo-
proteinase, reactive site, Streptomyces,
Seeram, Hiraga, Saji, Tashiro, Oda, 1088

protein crystallization, coenzyme F)30, meth-
anogenic Arehaea, methyl-coenzyme M
reductase, X-ray crystallography, Shima,
Goubeaud, Vinzenz, Thauer, Ermler, 829

protein kinase, autophosphorylation, LLM
motif, tyrosine phosphorylation, Smolich,
Vo, Buckley, Plowman, Papkoff, 382

protein kinase C, diacylglycerol, phorbol
ester, phospholipid, tyrosine phosphoryla-
tion, Kadotani, Nishiuma, Nanahoshi,
Tsujishita, Ogita, Nakamura, Kikkawa,
Asaoka, 1047

protein kinase CK2, CaBPl, CaBP2, endo-
plasmic reticulum, liver, Janson, Ek, Ek,
112

protein kinase kinase, brain, Ca2+/calmodu-
lin, CaM-kinase kinase, isoform, Okuno,
Kitani, Fujisawa, 155

protein kinases, cell cycle, cell signaling,
intermediate filament, site- and phosphor-
ylation state-specific antibodies, Inagaki,
Inagaki, Takahashi, Takai, 407

protein/ligand interaction, differential scan-
ning calorimetry, thermodynamic stability,
Catanzano, Gambuti, Graziano, Barone,
568

protein-lipid interaction, anti-cardiolipin
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syndrome, autoimmune diseases, /Sj-glyco-
protein I, Pichia pastoris, Hagihara, En-
jyoji, Omasa, Katakura, Suga, Igarashi,
Matsuura, Koto, Yoshimura, Goto, 128

protein phosphorylation, Ca1+/calmodulin-
dependent protein kinase, CaM-kinase IV,
CaM-kinase kinase, phosphorylation site,
Kitani, Okuno, Fujisawa, 804

protein-protein interaction, hydrophobic se-
quence, proline-rich domain, transcription
factor, zinc finger protein, Kojima, Ko-
bayashi, Gotoh, Ohkuma, Fujii-Kuriyama,
Sogawa, 389

protein secretion, chimeric protein, outer
membrane protein, pro-sequence, Serratia
serine protease, Ohnishi, Beppu, Horino-
uchi, 902

proteolytic specificity, activation segment,
house musk shrew, pepsin, pepsinogen,
Narita, Oda, Moriyama, Takenaka, Kage-
yama, 1010

proton pathway, bacteriorhodopsin, FT-IE,
halorhodopsin, rhodopsin, Maeda, Kan-
dori, Yamazaki, Nishimura, Hatanaka,
Chon, Sasaki, Needleman, Lanyi, 399

pro-UK, aggregation, chaperone, GroE, re-
folding, Xu, Yang, Zhu, 331

Pseudomonas fluorescens, CoI+ ion activation,
metalloprotease, partial amino acid se-
quence, sequence homology, Kim,
Tamanoue, Jeohn, Iwamatsu, Yokota, Kim,
Takahashi, Takahashi, 82

purification, autophosphorylation sites, c-
Yes, N-terminal sequence, rat liver plasma
membrane, Ariki, Tanabe, Usui, Hayashi,
Inoue, Nishito, Kagamiyama, Takeda, 104

—, GST-P, nuclear factor 1, silencer element,
transcription factor, Osada, Daimon,
Ikeda, Nishihara, Yano, Yamasaki, Ima-
gawa, 355

—, cDNA, fucosyltransferase, glycosyltrans-
ferase, iV-glycan, Yanagidani, Uozumi,
Ihara, Miyoshi, Yamaguchi, Taniguchi,
626

—, oil body, oleosin, organelle integrity,
sesame, Tzen, Peng, Cheng, Chen, Chiu,
762

—, cDNA cloning, peptidylarginine deimin-
ase type m, rat epidermis, tissue-specific
expression, Nishtfyo, Kawada, Kanno,
Shiraiwa, Takahara, 868

—, Bacillus pumilus, cloning, glutamate
racemase, sequencing, Liu, Yoshimura,
Endo, Esaki, Soda, 1155

pyridine hemochrome method, Candida tro-
picalis, catalase, heme, peroxisomes, Soga,
Kinoshita, Veda, Tanaka, 25

pyridoxal 5'-phosphate, aromatic amino acid
aminotransferase, aspartate aminotrans-
ferase, Paracoccus denitrificans, substrate
specificity, Oue, Okamoto, Nakai, Naka-
hira, Shibatani, Hayashi, Kagamiyama,
161

—, aromatic L-amino acid decarboxylase,
L-dopa, dopamine, Pictet-Spengler reac-
tion, Nishino, Hayashi, Ishii, Kagami-
yama, 604

pyridoxal enzyme, branched-chain amino
acid aminotransferase, substrate recogni-
tion, three-dimensional structure, X-ray

crystallography, Okada, Hirotsu, Sato,
Hayashi, Kagamiyama, 637

pyruvate dehydrogenase, Alzheimer's dis-
ease, amyloid-/? protein, phosphorylation
of tau, tau protein kinases I and n, Imahori,
Uchida, 179

R

Raman spectra, carbonyl group, flavin, flavo-
protein, hydrogen bond, Hazekawa, Nishi-
na, Sato, Shichiri, Miura, Shiga, 1147

rat 3Y1 cell, cell-cycle dependency, dehydro-
dolichyldiphosphate synthase, famesyl
diphosphate synthase, lipid-linked oligo-
saccharides, Fukushima, Ohkura, Yama-
shita, 415

rat epidermis, cDNA cloning, peptidylar-
ginine deiminase type EH, purification,
tissue-specific expression, Nishijyo, Kawa-
da, Kanno, Shiraiwa, Takahara, 868

rat genomic fragment, 1,25-dihydroxy-
vitamin Dj, promoter, vitamin D receptor,
vitamin D response element, Sakoda,
Suzuki, Arai, Imagawa, Nishikawa, Nishi-
hara, 89

rat liver plasma membrane, autophosphor-
ylation sites, c-Yes, N-terminal sequence,
purification, Ariki, Tanabe, Usui, Hayashi,
Inoue, Nishito, Kagamiyama, Takeda, 104

reactive site, K value, metalloproteinase,
proteinaceous inhibitor, Streptomyces,
Seeram, Hiraga, Saji, Tashiro, Oda, 1088

RecA protein, homologous recombination,
search of homologous DNA, DNA binding,
strand exchange, Ellouze, Nordin, Taka-
hashi, 1070

receptor purification, G-CSF receptor, sedi-
mentation equilibrium, dimerization,
Horan, Martin, Simonet, Arakawa, Philo,
370

recombinant protein, baculovirus vector,
collagen, heterotrimer, molecular assem-
bly, Tomita, Kitajima, Yoshizato, 1061

—, characteristics, Escherichia coli, expres-
sion, metallothionein, Xiong, Ru, 1102

reconstitution, Caa+-ATPase, molecular
interaction, sarcoplasmic reticulum, tem-
perature sensitivity, Nagata, Nakamura,
Yamamoto, 648

refolding, aggregation, chaperone, GroE,
pro-UK, Xu, Yang, Zhu, 331

regulatory element, c-Myb binding motif,
human basophilic leukemia cells, human
L-histidine decarboxylase gene, nuclear
factor, Nakagawa, Okaya, Yatsunami,
Tanaka, Ohtsu, Fukui, Watanabe, Ichi-
kawa, 935

renaturation, gene expression, inclusion
body, plasminogen activator inhibitor 2
(PAI-2), serine protease inhibitor (SER-
PEN), Zhou, Jiang, Dou, Zhu, Xu, 930

resonance Raman spectra, acyl-CoA dehy-
drogenase, acyl-CoA oxidase, charge-trans-
fer interaction, flavoenzyme, Tamaoki,
Setoyama, Miura, Hazekawa, Nishina,
Shiga, 1139

reticulocalbin, Ca1+-binding protein, EF-
hand protein, ER-resident protein, Tachi-
kui, Navet, Ozawa, 145

Rhizomucor pusillus pepsin, aspartic protein-
ase, milk-clotting enzyme, site-directed
rautagenesis, Park, Aikawa, Nishiyama,

Horinouchi, Beppu, 118
Rhizopus niveus, base non-specific ribonu-

clease, histidine residue, mechanism of
enzymatic action, second step reaction, Irie,
Ohgi, Iwama, Koizumi, Sasayama, Hara-
da, Yano, Udagawa, Kawasaki, 849

Rhodamine 800, fluorescence quenching,
hepatocyte, mitochondrial energy state,
NERS, Sakanoue, Ichikawa, Nomura, Ta-
mura, 29

rhodopsin, bacteriorhodopsin, FT-ER, halo-
rhodopsin, proton pathway, Maeda, Kan-
dori, Yamazaki, Nishimura, Hatanaka,
Chon, Sasaki, Needleman, Lanyi, 399

ribozyme, hammerhead, metal binding, oligo-
nucleotide, RNA, Sakamoto, Kim, Kuri-
hara, Sasaki, Noguchi, Katahira, Uesugi,
288

—, hepatitis delta virus, metal binding,
oligonucleotide, RNA, Sakamoto, Tanaka,
Kuwabara, Kim, Kurihara, Katahira,
Uesugi, 1123

rice bran, dehydroascorbate reductase activ-
ity, glutaredoxin (thioltransferase), thiol-
disulfide interchange, thioredoxin, Sha,
Minakuchi, Higaki, Sato, Ohisuki, Kurata,
Yoshikawa, Kotaru, Masumura, Ichihara,
Tanaka, 842

RNA, hammerhead, metal binding, oligonu-
cleotide, ribozyme, Sakamoto, Kim, Kuri-
hara, Sasaki, Noguchi, Katahira, Uesugi,
288

—, hepatitis delta virus, metal binding,
oligonucleotide, ribozyme, Sakamoto, Ta-
naka, Kuwabara, Kim, Kurihara, Kata-
hira, Uesugi, 1123

RNA-binding specificity, C. elegans, in vitro
selection, polycistronic expression, spliceo-
some-associated protein (SAP), Tanaka,
Ohio, Terashima, Sakamoto, 739

RNA polymerase II, arrest-relief, develop-
ment, pausing, spermatogenesis, Umehara,
Kida, Hasegawa, Fujimoto, Horikoshi, 598

salivary protein, D89501, genomic DNA,
PBI, proline-rich protein, Isemura, Saitoh,
1025

salt bridge, bacilli, DNA binding protein HU,
site-directed mutagenesis, thermostabil-
ity, Kawamura, Tanaka, Yamasaki, Ki-
mura, 448

Sarcophaga peregrina, DNA synthesis,
imaginal disc, nuclear localization, prolyl
endopeptidase, Ohisuki, Homma, Kurata,
Natori, 1176

sarcoplasmic reticulum, calcium release chan-
nel, calsequestrin, excitation-contraction
coupling, transverse tubule, Yamaguchi,
Igami, Kasai, 432

—, Ca1+-ATPase, molecular interaction, re-
constitution, temperature sensitivity, Na-
gata, Nakamura, Yamamoto, 648

scallop, Ca1+-regulation, smooth muscle, tro-
pomyosin, troponin, Nishita, Ojima, Taka-
hashi, Inoue, 419

search of homologous DNA, RecA protein,
homologous recombination, DNA binding,
strand exchange, EUouze, Nordin, Taka-
hashi, 1070

second step reaction, base non-specific ribo-
nuclease, histidine residue, mechanism of
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enzymatic action, Rhizopus niveus, Irie,
Ohgi, Iwama, Koizumi, Sasayama, Ham-
da, Yano, Udagawa, Kawasaki, 849

secretion, elastin, intracellular degradation,
monensin, smooth muscle cell, Ikeda,
Wachi, Seyama, Tajima, 5

sedimentation equilibrium, G-CSF receptor,
dimerization, receptor purification, Horan,
Martin, Simonet, Arakawa, Philo, 370

semi-intact cell, nuclear localization signal,
nuclear pore complex, nuclear pore-target-
ing complex, nucleocytoplasmic transport,
Yoneda, 811

Sendai virus, influenza virus, mucus protease
inhibitor, typtase Clara, virus infection,
Beppu, Imamura, Tashiro, Towatari,
Ariga, Kido, 309

sequence homology, CoI+ ion activation,
metalloprotease, partial amino acid se-
quence, Pseudomonas fluorescens, Kim,
Tamanoue, Jeohn, Iwamatsu, Yokota, Kim,
Takahashi, Takahashi, 82

sequencing, Bacillus pumilus, cloning, gluta-
mate racemase, purification, Liu, Yoshi-
mura, Endo, Esaki, Soda, 1155

serine protease inhibitor (SERPIN), gene
expression, inclusion body, plasminogen
activator inhibitor 2 (PAI-2), renaturation,
Zhou, Jiang, Dou, Zhu, Xu, 930

Ser-N cleavage, Asp-C cleavage, Asp-Pro
cleavage, Gly-Thr cleavage, perfluoric acid,
Kawakami, Kama, Takamoto, Miyazaki,
Chow, Ueno, Tsugita, 68

serpin superfamily, BiP, defective folding,
linear polymerization, ovalbumin, Shirai,
Tani, Higasa, Yasumoto, 787

Serratia serine protease, chimeric protein,
outer membrane protein, pro-sequence,
protein secretion, Ohnishi, Beppu, Horino-
uchi, 902

Sertoli cell, GATA-1, promoter, testis, tran-
scription factor, Onodera, Yomogida,
Suwabe, Takahashi, Muraosa, Hayashi,
Ito, Gu, Rassoulzadegan, Engel, Yama-
moto, 251

sesame, oil body, oleosin, organelle integrity,
purification, Tzen, Peng, Cheng, Chen,
Chiu, 762

sexual cell fusion, cell-surface glycoprotein,
cell-fusion related protein, Dictyostelium
discoideum, Aiba, Fang, Yamaguchi, Ta-
naka, Urushihara, 238

Shewanella sp, aspartate yS-D-semialdehyde
dehydrogenase, deep-sea barophilic bacte-
ria, gene expression, high pressure, Koto,
Smorawinska, Li, Horikoshi, 717

sialic acid, carbohydrate-recognition domain,
cDNA, lectin, primary structure, Yama-
moto, Konami, Irimura, 756

signal peptide, ER translocation, hydrophobic
region, presecretory protein, SRP, Hatsu-
zawa, Tagaya, Mizushima, 270

signal transduction, cross-talk, endothelin,
endothelin receptor, Girardi heart cell,
Ozaki, Ohwaki, Ihara, Ishikawa, Yano,
440

—, apoptosis, endothelial cell, phospholipase,
Miao, Kaji, Hayashi, Araki, 612

silencer element, GST-P, nuclear factor 1,
purification, transcription factor, Osada,

Daimon, Ikeda, Nishihara, Yano, Yama-
saki, Imagawa, 355

single-chain Fv, antibody engineering, bi-
valent scFv, Pichia pastoris, Luo, Geng,
Noujaim, Madiyalakan, 831

site- and phosphorylation state-specific anti-
bodies, cell cycle, cell signaling, intermedi-
ate filament, protein kinases, Inagaki,
Inagaki, Takahashi, Takai, 407

site-directed mutagenesis, active site, sub-
strate specificity, thermophilic enzymes,
Yaoi, Miyazaki, Oshima, 77

—, asparticproteinase, milk-clotting enzyme,
Rhizomucor pusillus pepsin, Park, Aikawa,
Nishiyama, Horinouchi, Beppu, 118

—, DNA-binding protein, papillomavirus,
Matsumoto, Nakashima, Takase, Hiro-
chika, Mizuno, 138

—, bacilli, DNA binding protein HU, salt
bridge, thermostability, Kawamura, Ta-
naka, Yamasaki, Kimura, 448

—, amino acid sequence, arrowhead protein-
ase inhibitor, Luo, Lu, Chi, 991

—, hen lysozyme, NMR, stability, X-ray
crystallography, Motoshima, Mine, Masu-
moto, Abe, Iwashita, Hashimoto, Chijiiwa,
Veda, Imoto, 1076

smooth muscle, Ca2+-regulation, scallop, tro-
pomyosin, troponin, Nishita, Ojima, Taka-
hashi, Inoue, 419

smooth muscle cell, elastin, intracellular
degradation, monensin, secretion, Ikeda,
Wachi, Seyama, Tajima, 5

smooth muscle myosin, actomyosin ATPase,
essential light chains, filament assembly,
monomer conformation, Katoh, Morita, 56

—, chicken gizzard, filament assembly, my-
osin monomer conformation, telokin,
Masato, Numata, Katoh, Morita, Yazawa,
225

spermatogenesis, arrest-relief, development,
pausing, RNA polymerase II, Umehara,
Kida, Hasegawa, Fujimoto, Horikoshi, 598

sphingosine, delayed extraction matrix-as-
sisted laser desorption ionization tdme-of-
flight mass spectrometry, fucosyl-GMl
ganglioside, ganglioside, lysoganglioside,
Taketomi, Hara, Uemura, Kurahashi,
Sugiyama, 264

—, plasma, platelet, sphingosine kinase,
sphingosine 1-phosphate, Yatomi, Iga-
rashi, Yang, Hisano, Qi, Asazuma, Satoh,
Ozaki, Kume, 969

sphingosine 1-phosphate, plasma, platelet,
sphingosine, sphingosine kinase, Yatomi,
Igarashi, Yang, Hisano, Qi, Asazuma,
Satoh, Ozaki, Kume, 969

sphingosine kinase, plasma, platelet, sphin-
gosine, sphingosine 1-phosphate, Yatomi,
Igarashi, Yang, Hisano, Qi, Asazuma,
Satoh, Ozaki, Kume, 969

spliceosome-associated protein (SAP), C.
elegans, in vitro selection, polycistronic
expression, RNA-binding specificity, Ta-
naka, Ohio, Terashima, Sakamoto, 739

SRP, ER translocation, hydrophobic region,
presecretory protein, signal peptide,
Hatsuzawa, Tagaya, Mizushima, 270

Ssal, BiP, heat shock element, heat shock
protein, transcriptional regulation, Oka,
Kimata, Mori, Kohno, 578

ST2 gene product, helper T-lymphocytes,

interleukin-1 receptor family, ligand of
ST2, Thl and Th2 cells, Yanagisawa,
Naito, Kuroiwa, Arai, Furukawa, Tomi-
zuka, Mvu.ro, Kasahara, Tetsuka, Tomi-
naga, 95

stability, hen lysozyme, NMR, site-directed
mutagenesis, X-ray crystallography, Moto-
shima, Mine, Masumoto, Abe, Iwashita,
Hashimoto, Chijiiwa, Ueda, Imoto, 1076

starvation, camitine deficiency, gene expres-
sion, transcription factor, urea cycle en-
zymes, Tomomura, Tomomura, Musa,
Horiuchi, Takiguchi, Mori, Saheki, 172

stomach, GATA binding protein, H+/K+-
ATPase, promoter, transcription, Nishi,
Kubo, Hasebe, Maeda, Futai, 922

strand exchange, RecA protein, homologous
recombination, search of homologous DNA,
DNA binding, EUouze, Norden, Takahashi,
1070

Streptomyces, Ki value, metalloproteinase,
proteinaceous inhibitor, reactive site, Seer-
am, Hiraga, Saji, Tashiro, Oda, 1088

Streptomyces oliuaceoviridis, crystallization,
X-ray crystallography, /?-xylanase, Fuji-
moto, Mizuno, Kuno, Yoshida, Kobayashi,
Kusakabe, 826

stress protein, carbon monoxide, heme oxy-
genase, nitric oxide, nitroprusside, Taka-
hashi, Hara, Ogawa, Kimura, Fujita,
Shibahara, 1162

structural analysis, glycolipid, lipoteichoic
acid, mass spectrometry, NMR, Hashi-
moto, Yasuoka, Suda, Takada, Yoshida,
Kotani, Kusumoto, 779

structural requirement, acetohexamide ana-
log, acetohexamide reductase, drug-metab-
olizing enzyme, substrate-binding region,
Imamura, Koga, Migita, Ryu, Otagiri,
Nozawa, Akita, 705

substrate-binding region, acetohexamide
analog, acetohexamide reductase, drug-
metabolizing enzyme, structural require-
ment, Imamura, Koga, Migita, Ryu, Ota-
giri, Nozawa, Akita, 705

substrate recognition, branched-chain amino
acid aminotransferase, pyridoxal enzyme,
three-dimensional structure, X-ray crystal-
lography, Okada, Hirotsu, Sato, Hayashi,
Kagamiyama, 637

substrate recognition pocket, crystal struc-
ture, novel subfamily, zinc metallopro-
tease, Kurisu, Kinoshita, Sugimoto, Na-
gara, Kai, Kasai, Harada, 304

substrates, energy transfer, conformation,
glycopeptides, Lee, 818

substrate specificity, active site, site-directed
mutagenesis, thermophilic enzymes, Yaoi,
Miyazaki, Oshima, 77

—, aromatic amino acid aminotransf erase,
aspartate aminotransf erase, Paracoccus
denitrificans, pyridoxal 5'-phosphate, Oue,
Okamoto, Nakai, Nakahira, Shibatani,
Hayashi, Kagamiyama, 161

subtilisin like proprotein convertase 4, kexin-
like protease, PACE4E, PACE4 isoform,
processing, Mori, Kii, Tsuji, Nagahama,
Imamaki, Hayashi, Akamatsu, Nagamune,
Matsuda, 941

subunit, AMP, assembly, conformation, elec-
tron-transferring flavoprotein, Sato, Nishi-
na, Shiga, 477
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subunit structure, a--amylase inhibitor, kid-

ney bean, post-translational processing,
primary structure, Nakaguchi, Arakawa,
Philo, Wen, hhimoto, Yamaguchi, 350

superoxide generation, CD38, chemotactic
receptors, G proteins, tyrosine phosphor-
ylation, Tsujimoto, Kontani, Inoue, Hoshi-
no, Hazeki, Malavasi, Katada, 949

Syk, epinephrine, potentiation, thrombin,
tyrosine phosphorylation, Wang, Yanagi,
Yang, Inatome, Yamamura, 325

syndecan, brain development, heparan sul-
fate, midkine, Nakanishi, Kadomatsu,
Okamoto, Ichihara-Tanaka, Kojima, Saito,
Tomoda, Muramatsu, 197

synthetic oligonucleotides, chemical modi-
fications, DNA-protein interaction, EcoBl,
phosphodiester hydrolysis, Gohda, Matsu-
o, Oda, Ikehara, Uesugi, 219

TAF, histone fold motif, histone octamer,
TFHD, transcription factor, Bando, Ijuin,
Hasegawa, Horikoahi, 591

tandem-repeat-type galectin, C. elegana,
frontal affinity chromatography, /J-galacto-
side-binding lectin, galectin, Arata, Hira-
bayashi, Kasai, 1002

targeting sequence, Alzheimer's disease,
amyloid precursor protein, endosomal/
lysosomal pathway, Ono, Kinouchi, Sori-
machi, Ishiura, Suzuki, 585

TATA-less promoter, catalase gene, cis-act-
ing element, DNA binding protein, initia-
tor, Toda, Taheuchi, //on, Ito, Sato, 1035

TATA motif, erythropoietin, GATA motif,
point mutation, promoter, Tsuchiya, Oka-
da, Ueda, Yasukochi, 193

tau protein kinases I and II, Alzheimer's
disease, amyloid-/? protein, phosphoryla-
tion of tau, pyruvate dehydrogenase, Ima-
hori, Uchida, 179

taurine, adaptive regulation, Caco-2, human
small intestine, transporter, Satsu, Wata-
nabe, Arai, Shimizu, 1082

telokin, chicken gizzard, filament assembly,
myosin monomer conformation, smooth
muscle myosin, Masato, Numata, Katoh,
Morita, Yazawa, 225

temperature-sensitive release, liposome,
poly(iV-isopropylacrylamide), Kim, Bae,
Kim, 15

temperature sensitivity, CaI+-ATPase, mo-
lecular interaction, reconstitution, sarco-
plasmic reticulum, Nagata, Nakamura,
Yamamoto, 648

—, cation transport, Li+ resistance, muta-
genesis, Na+/H+ antiporter, Noumi, Inoue,
Sakurai, Tsuchiya, Kanazawa, 661

testis, GATA-1, promoter, Sertoli cell, tran-
scription factor, Onodera, Yomogida, Su-
wabe, Takahashi, Muraosa, Hayashi, Ito,
Gu, Rassoulzadegan, Engel, Yamamoto,
251

Tetrahymena, cysteine protease, growth
phase, papain family, tetrain, Suzuki,
Hosoya, Takahashi, Kosaka, Hosoya, 642

tetrain, cysteine protease, growth phase,
papain family, Tetrahymena, Suzuki,
Hosoya, Takahashi, Kosaka, Hosoya, 642

TFILU, histone fold motif, histone octamer,
TAF, transcription factor, Bando, Ijuin,
Hasegawa, Horikoshi, 591

Thl and Th2 cells, helper T-lymphocytes,
interleukin-1 receptor family, ligand of
ST2, ST2 gene product, Yanogisawa,
Naito, Kuroiwa, Arai, Furukawa, Tomi-
zuka, Miura, Kasahara, Tetsuka, Tomi-
naga, 95

thermodynamic stability, differential scan-
ning calorimetry, protein/ligand interac-
tion, Catanzano, Gambuti, Graziano, Bar-
one, 568

thermolysin, metalloproteinase, nitration,
pH-jump, tyrosine, Lee, Inouye, Tono-
mura, 231

thermophilic enzymes, active site, site-
directed mutagenesis, substrate specificity,
Yaoi, Miyazaki, Oshima, 11

thermo8tability, bacilli, DNA binding protein
HU, salt bridge, site-directed mutagenesis,
Kawamura, Tanaka, Yamasaki, Kimura,
448

Thermus thermophilus, 2-cistron expression
system, expression efficiency, GC-rich
gene, 3-isopropyl-malate dehydrogenase,
Suzuki, Tanaka, Ishida, Ishizuka, Yama-
gishi, Oshima, 1031

thiol-disulfide interchange, dehydroascorbate
reductase activity, glutaredoxin (thiol-
transferase), rice bran, thioredoxin, Sha,
Minakuchi, Higaki, Sato, Ohtsuki, Kurata,
Yoshikawa, Kotaru, Masumura, Ichihara,
Tanaka, 842

thioredoxin, dehydroascorbate reductase ac-
tivity, glutaredoxin (thioltransferase), rice
bran, thiol-disulfide interchange, Sha,
Minakuchi, Higaki, Sato, Ohtsuki, Kurata,
Yoshikawa, Kotaru, Masumura, Ichihara,
Tanaka, 842

three-dimensional structure, branched-chain
amino acid aminotransferase, pyridoxal
enzyme, substrate recognition, X-ray
crystallography, Okada, Hirotsu, Sato,
Hayashi, Kagamiyama, 637

thrombin, epinephrine, potentiation, Syk,
tyrosine phosphorylation, Wang, Yanagi,
Yang, Inatome, Yamamura, 325

tissue engineering, bioconjugate material,
EGF, immobilization, juxtacrine, Ito, Li,
Takahashi, Imanishi, Okabayashi, Kido,
Kasuga, 514

tissue-specific expression, cDNA cloning,
peptidylarginine deiminase type III, puri-
fication, rat epidermis, Nishijyo, Kawada,
Kanno, Shiraiwa, Takahara, 868

tissue-type plasminogen activator inhibitor,
cDNA cloning, Erythrina uariegata, over-
expression, trypsin inhibitor, Kouzuma,
Yamasaki, Kimura, 456
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